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Abstract: Polyphenol oxidase (PPO) is a key enzyme that causes fruit browning. In order to study the function
of PPO gene in mango fruit, a PPO gene was cloned from the 'Guifei' mango fruit by RACE method. The full-
length ¢cDNA sequence of PPO gene was 1930bp and the open reading frame was 1782bp, encoding 593 amino
acids. Polyphenol oxidase encoded by PPO gene of mango belonged to hydrophilic protein with molecular weight
of 66.82KD and isoelectric point of 6.95. It was a non-secretory protein without transmembrane structure or signal
peptide, containing the conserved domain of Tyrosinase, PPO1_DWL and PPO1_KFDV. The proportions of random
coil, p-pleated sheet and a-helix in the secondary junction were 63.58%, 22.60% and 13.83%. The consistency of the
tertiary structure with the template 6els.1.A was 70.94%. There might be interactions with proteins such as C2H2 and
C2HC zinc fingers superfamily protein (TT1), Multidrug resistance protein, mate family (TT12), and Autoinhibited
H(+)-ATPase isoform 10 (AHA10). Cluster analysis showed that PPO protein of mango was closely related to
pistachio, olive, citrus clementina and sweet orange. By qRT-PCR analysis, PPO expression level was higher in

'Guiqi' pericarp, but lower in 'Guifei' pericarp. The cloning of this gene and the study of its function were of great

significance for the breeding and molecular improvement of mango resistant varieties to enzymatic browning.
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